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Accident, 241 
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dissimilar, 30 
independent, 35 
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Actuarial statistics, 232, and see de- 
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variance, hypothesis, model, trans- 
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plant spacing 
Algorithm, 384, 623 
Yates’s, 571, 573 
All-or-none response, see quantal re- 
sponse 
Amino acid, 137 
Analysis, see estimation 
systems, see PERT 
Anatomy, see morphology 
ANOVA, see analysis of variance 
Antibiotic, 257 
Approximation, successive, see iteration 
A priori, see prior 
Assay, see bioassay 
Attribute, see sampling 
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Average sample number, see sample size 
needed 
Bacteriology, see microbiology 
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paired comparisons, selection 
complete, see total 
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total, 813 
Bartlett’s test, see homogeneity of 
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Bayes, 164, 316, 372, 679, 875 
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ometry, dose response, median 
effective dose, pharmacology, po- 
tency, quantal ‘response, score, 
Spearman estimate, time response, 
tolerance, toxicology, transforma- 
tion, virology 
analysis of, 747 
design, 257 
dose errors in, 747 
parallelism, 257, 587 
routine, 257 
Biochemistry, 37, 137, 605 
Biological assay, see bioassay 
Biomathematics, see biometry 
Biometrics, see biometry 
Biometric Society, 176, 387, 608, 878 
Biometry, 166, 175, 217, 376, 596, and 
see bioassay, growth, hypothesis, 
model, population, score 
Biophysics, see biometry 
Birth, see birth-and-death process 
order, 497 
rate, 485 
Blocking, see matching 
Blood 
count, 671 
flow, 601 
pressure, 607 
Boolean, see matrix 
Border, 192 
Breeding, animal, 
breeding 
Calculation, see computation 
Cancer, 230, 285, 599, 863, 870 
Cardiology, 376, 383, 605, 607 
Cause, competing, see risk 
Cell 
culture, 693 
division, 697 
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Chance, see probability 
Characteristic 
function, see moment 
root, 488 
Chemistry, see biochemistry, chemo- 
therapy 
Chemotherapy, 285 
Chi square, 140, 632, and see analysis 
of variance, chi summation, dis- 
tribution, fourfold table, goodness 
of fit, missing data 
biased, 841 
corrected, 603 
Friedman’s, 602 
multivariate, 602 
noncentral, 602 
signed root, 350 
Chi summation, 349, and see chi square 
Choice, see selection 
Chromosome behavior, 137 
Circadian rhythm, 174 
Classification, see grouping, matching 
coefficient, similarity index 
biological, 30 
cross-, 636 
errors, 383 
probability of, 639 
multivariate, 485 
Clinical 
experiment, 145, and see follow-up 
studies 
statistics, 864 
test, 69 
trial, see experiment, test 
Cluster analysis, 623 
Cohort analysis, see actuarial statistics, 
life table, mortality 
Coincidence, 671 
Combinatory analysis, 517, and see 
differences of zero 
Comparison, see analysis of variance, 
confounding, multiple-comparison 
test, orthogonal polynomials, test 
orthogonal, 579, 818, 873 
paired, 606 
Compartment analysis, 599 
Competition, 189, 600 
coefficient, 191 
Component, see covariance, variance 
Computation, see algorithm, estimation, 


BIOMETRICS, DECEMBER 1967 


graphics, iteration, matrix, method 
of moments, recurrence, simulation 
aids, 101 
automatic, 174, 175, 547 
planning, 597 
programming language, 386 
programs, 248, 318, 652, 653, 715 
checks, 571 
electronic, see automatic 
iterative, 101 
of tables, 546 
programming, see automatic 
recursive, see iterative 
Computer, see computation 
methods, 111 
Confidence 
circle, see joint confidence limits 
limit, 76, 677, and see Fieller, test 
for probability, 639 
joint, 539 
Confounding, 363, 503, 813, and see 
analysis of variance, comparison, 
design, factorial experiments 
Consanguinity, see inbreeding 
Consistency, see efficiency, estimation, 
maximum likelihood, selection 
Contingency table, see chi square, 
correlation, fourfold table 
Continuity correction, 603 
Contrast, see comparison 
Control, 607 
negative, 285 
positive, 285 
statistical, 257, and see analysis of 
covariance 
Correlation, see regression 
combination of, 302 
genetic, 831, and see heritability 
multiple, maximum, 634 
phenotypic, 551 
Cost, 319, and see design of experiments 
Counting, 11 
photoelectric, 671 
Courses in statistics, see statistics 
curricula and syllabi 
Covariance, see correlation, matrix, 
regression, variance 
analysis of, 606 
efficiency of, 298 
genetic, see genetic correlation, genetic 
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variance 
matrix, 92, 314, 329, 564 
of mean squares, 105 
of orthogonal polynomials, 302 
parent-offspring, see regression, statis- 
tical genetics 
Culling, see selection 
Cumulant, 246, and see moment 
factorial, 246 
Curve fitting, see estimation, regression 
Cycle, see circadian rhythm, rhythm- 
ometry 
Data 
censored, 65, 79 
combination of, 349 
discrete, 335 
editing, see classification errors 
missing, 65, 145, 192, 297, and see 
follow-up studies in multivariate 
analysis, 381 
qualitative, see contingency, grouping, 
quantal response, score 
spurious, 685 
validity of, 604 
Death rate, 485, and see birth-and- 
death process, competing risk, 
mortality 
Decision, 319, and see test 
Delphi technique, 600 
Demography, 166, 485, and see actuarial 
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Density, 208 
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test, sensitivity experiment, se- 
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analysis of, 578 
efficiency, 298 
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four-way, 803 
genetic, 325 
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Youden square balanced 
cyclic, 574, 761 
generation of, 574 
partially, 798 
resolvable, 577 
incomplete split plot, 793 
latin square, 297, 577, 803 
orthogonal, 301 
nutrition, 297 
optimal, 361 
orthogonal 
non-, efficiency of, 596 
square, 301 
polycross, 761 
randomized blocks, see balance 
serology, 779 
split plot, 793 
tree breeding, 761 
unbalanced, 374 
virology, 761 
Youden square, 297 
Diagnosis, 317, 567, 605, 875 
Diallel cross, 45 
partial, 325 
Difference 
divided, 116 
of zero, 243, 519 
quotient, stochastic, 695 
Dilution 
assay, see bioassay 
series, 158, 269, 718 
Dimorphism, see polymorphism 
Discriminant, 153, 313, and see multi- 
variate analysis, score 
analysis, 639 
function 
quadratic, 322 
updating, 321 
Disease, see medicine 
Distance, 624, 639 
measure, 624 
sampling, 207 
Distribution, see Bayes, binomial, chi 
square, goodness of fit, moment, 
Poisson, truncation 
approximation, rational, 601 
binomial, 139, 336, 357, 649, and see 
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quantal response 
modified, 176 
negative, 141, 207 
compound, resolution of, 115, 602 
contagious, 207, 241, 858 
Dirichlet, 601 
discrete, 335, 841 
dissection of, see resolution of com- 
und 
exponential, 717, 740 
double, 739 
iterated, 80 
truncated, 739 
Fisher-Tippett, see extreme values 
fitting, see estimation 
gamma, 676 
generation time, 704 
hypergeometric, 350 
infectious, see contagious 
logarithmic series, 649 
long, 241 
L-shaped, 190 
mixed, see compound 
Neyman’s, see contagious 
Type A, 141, 241 
normal, see Mills’ ratio, normality 
bivariate, 553 
cumulative, see probit transfor- 
mation 
integrated, see probit transfor- 
mation 
logarithmic, 649 
multivariate, 381 
truncated, 553 
of distances, 208 
of extreme values, 79 
of runs, 658 
Pearson 
Type IV, 223 
Type VI, 223 
Poisson, 141, 208, 336, 672, 747 
generalized, 243 
range, 685 
resolution of, see compound 
response time, 227 
short, 241 
skew, 315 
spherical, 605 
systematic, 207 
tolerance, 739, 747 
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truncated, 157 
Weibull, 83, 228, 269 
Dose, 29, and see response 
errors, 747 
median effective, 280 
median lethal, see effective 
D statistic, see distance 
Ecology, 17, 207, 379, 649, and see 
circadian rhythm, compartment 
analysis, entomology, extinction 
probability, fish, genetics, number 
of species, population, sampling, 
transect 
plant, 657, 867 
Economics, 551, 591, 596, and see cost, 
programming, risk 
ED 50, see median effective dose 
Education, 163, and see psychology 
Effect 
carry-over, see residual 
main, see analysis of variance, in- 
teraction 
residual, 297 
Efficiency, 269, 575, 821, and see estima- 
tion, power 
loss of, 294 
of estimation, 251, 326 
sampling, 214 
Epidemiology, 169, 170, 374, 377, 378, 
385, 593, 718 
Epistasis, 466 
Equation 
constraint, 596 
determinantal, 488 
difference, see differential, recurrence 
differential, 596 
normal, 564, and see least squares, 
matrix 
recurrence, 244 
time, 385 
Equilibrium, stability of, 407 
Ergodic, 495 
-ity, 598 
Errata, 852 
Error 
correlated, 298, 380, 597 
measurement, 748 
of estimation, see estimation 
of observation, see measurement 
rate, 539 
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regression, see regression 
space, 604 
theory of, see analysis of variance, 
least squares, maximum likelihood, 
model 
type I, 374 
type II, 374 
Estimation, 94, 336, 372, and see bias, 
efficiency, identifiability, informa- 
tion, population, regression, score 
finite-difference, 722 
Fisher, 722 
genetic, 356 
graphical, 719 
interplot, 793 
interval, 679 
intraplot, 793 
least squares, 45, 111, 297, 720, and 
see analysis of variance, itera- 
tion, matrix, normal equations 
inappropriate, 192 
internal, 722 
weighted, 46, 85, 297, 718 
modified, 11 
maximum likelihood, 55, 154, 175, 
191, 211, 227, 241, 280, 317, 563, 
597, 602, 676, 718, 739, 750, and 
see efficiency, information 
conditional, 356 
discriminant, 313 
iterative computation, 564, and see 
iteration convergence of, 565 
reduction of, 358 
method of moments, 154, 242, 721 
efficiency, 251 
method of partial totals, 721 
minimum chi square, 280 
of density, 210 
of exponential parameter, 739 
of genetic parameters, 823 
of mean, 846 
of percentile, 79 
of population density, 210 
of probability, 164 
of proportion, 356 
in compound distribution, 116 
of variance, 380 
biased, 309 
of weight, 795 
partial totals, see method 


sequential, 876 
Spearman, 723 
Evolution, 415, and see number of 
species adaptive peak, 411 
Exceedance, see extreme 
Expectation 
mathematical, 350, and see mean, 
moment 
of mean square, 105, 350 
Experimental design, see design 
Extinction time, 835 
Extrapolation, 160, 587 
Extreme value, 835, and see distribution 
Factorial experiment, see design 
confounded, 813 
Feedback, 600 
Fertility, 384, 386, and see reproduction 
Fiducial 
argument, 372 
limits, see confidence limits 
Field experiments, see agronomy, design 
Fieller, 382 
Fish, 115, and see ecology 
Fitness, 398 
variance, 434 
Fitting distribution, see estimation 
Follow-up studies, 51, 149 
Forestry, 761, 855, 876, and see tree 
crops 
Formula, see hypothesis, model 
Fourfold table, 603, 632, and see chi 
square, contingency 
combination of, 349 
multiple, 409, 855 
Fractile, see percentile 
Functional observation, 218 
Gamma function, 103 
incomplete, 229 
Gene frequency 
equilibrium, 420 
stationary, see equilibrium 
steady-state, see equilibrium 
Generating function, see probability 
Genetic 
advance, see progress 
combining ability, additive, 45 
control population, 559 
drift, 954 
progress, 552 
maximum, 552 
variance of, 362 
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sampling, 220 
Genetics, 163, 164, 823, 865, 876, and 
see blood groups, chromosomes, 
epistasis, evolution, fitness, gene, 
genetic, genotype-environment in- 
teraction, heritability, inbreeding, 
linkage, mating, mutation, natural 
selection, polymorphism, poly- 
ploidy, weighting 
enumerations, 517 
human, 356, 383 
medical, see human 
mendelian, 383 
penetrance, 383 
statistical, 386 
Genotypic, see genetic 
Goodness of fit, 660, and see chi square 
Graeco-latin square, see design 
Graphics, 117, 269, and see computation, 
tables 
Grid, see graphics 
Grouping, 116, and see balance, cluster, 
matching 
Growth, see biometry, logistic, mor- 
phology, population 
autocatalytic, 596 
cell, 693 
curve, structure of, 217 
exponential, 694 
linear, non-, 597 
log-phase, 694 
mean, 706 
Health 
public, 171, 592, 717, 860, and see 
epidemiology, medicine 
survey, 171 
Hematology, see cancer, serology 
Heredity, see genetics 
Heritability, 552, and see genetic cor- 
relation 
estimation of realized, 361 
transformation to maximize, 824 
Hermite polynomials, 130, and see 
orthogonal polynomials 
History of statistics and statisticians, 863 
Horticulture, 196, 761, and see agron- 
omy, tree crops 
Hospital use, 376 
Host variability, 269 
Hypothesis, see model, parsimony, test 
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Identifiability, 249 
Immunology, 383, 605, 863, and see 
serology 
Inbreeding, 398, and see mating 
Incompatibility, 381 
Incomplete experiments, see missing data 
Index, see rank, selection 
of anti-tumor activity, 286 
of nonrandomness, 207 
of similarity, see Jaccard, matching 
coefficient, rank correlation 
of synchrony, 693 
phasing, 700 
Infection rate, 378 
Inference, 335, 371, 857, and see Bayes, 
Neyman-Pearson theory, test 
Information, see analysis of variance, 
combination of data, design, esti- 
mation, order 
matrix, 248 
per plot, 821 
theory, 871, 872 
Inheritance, see genetics 
Interaction, 147, and see analysis of 
variance, model 
definition of, 30 
genotype-environment, 46 
Inversion, 602 
Iteration, 247, and see computation, 
least squares, maximum likelihood 
Jaccard, 648, and see matching co- 
efficient, similarity index 
Jackknife procedure, 567 
Jacobian, 252 
Judges, selection of, 375 
Judging, 375, 600, and see selection 
of judges 
feedback in, 600 
Judgment, see judging 
Karber method, 739 
Kinetics, 605, 606 
Label, see tracer 
Lagrange multipliers, 419 
Latent root, see matrix 
Latin square, see design 
Law, see hypothesis, model 
LD 50, see median effective dose 
Leukemia, see cancer 
Life, see survival 
table, 233, and see actuarial statistics 
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analysis of, 51, 496 
Likelihood, 371, and see maximum 
likelihood estimation 
Limnology, see fish 
Linkage, 524 
sex-, 472 
Location problem, 382 
Logistic curve, 313, and see growth, 
logit transformation, population 
fitting, 128 
Long-term experiments, see tree crops 
Loss function, 318 


Mann-Whitney U statistic, see U 
statistic 

MANOVA, see multivariate analysis 
of variance 


Markov, see process 
Matching, see balancing, paired com- 
parisons 
coefficient, 647 
Mathematical biology, see biometry 
Mating, see inbreeding 
types, 533 
Matrix, see characteristic root, co- 
variance matrix, information ma- 
trix, multivariate analysis, quad- 
ratic forms 
Boolean, 604 
correlation, see correlation matrix 
covariance, see covariance matrix 
design, 106 
dispersion, 46, and see covariance 
matrix 
inverse, 46 
occurrence, see design matrix 
operator, 485 
orthogonal, 573 
projection, 489 
similarity, 625 
Mean, see moment 
correlated, 607 
Measurement error, 159 
Medicine, see blood, cardiology, chemo- 
therapy, clinical, diagnosis, dis- 
crimination, follow-up studies, 
genetics, health, hospital, im- 
munology, infection, microbiology, 
morbidity, mortality, organ trans- 
plantation, pharmacology, physi- 
ology, psychology, reproduction, 
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serology, toxicology, vaccine, vi- 
rology 
experimental, see clinical 
retrospective studies, 84 
statistical training for, 597 
Meteorology, 80, 861 
Metric, see scales 
Microbiological assay, see bioassay 
Microbiology, 158, 375, 376, 382, 685, 
718, 740, 835, 870, and see dilution 
series, host variability, infection 
Mills’ ratio, 339 
Model, 374, and see biometry, com- 
ponents of variance, parsimony, 
regression, transformation 
bioassay, 260 
biological, 28, 138 
blood flow, 601 
carcinogenesis, 870 
compartment, see compartment analy- 
sis 
competition, 189, 600 
component of variance, 287 
contingency table, 146 
decontamination, 376 
deterministic, 374 
discriminant, 313 
disease, 378 
error, 749 
exponential, 376, 717, 739 
genetic, 46 
growth, 596 
incompletely specified, 335 
linear, 876 
mathematical, 28, 299, 376, 505, 
552, 606, 672 
mixed, 105 
multivariate, 597 
probit, 154 
quantal response, 27 
random, 105 
-ization, 73 
reaction kinetics, 605, 606 
statistical, 11 
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693, 869 
survival, 739 
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Moment, 246, and see cumulant 
Monte Carlo, 54, 192, 224, 603, 653, 
733, 874, and see sampling studies 
of statistical problems 
Morbidity, 167, 171 
Morphology, 137, and see polymorphism 
Mortality, 232, and see actuarial statis- 
tics, life table, survival 
specific, 239 
survey, 597 
Multivariate analysis, 224, 313, 607, 
and see analysis of variance, 
cluster analysis, discriminant, dis- 
tance, genetic selection, matrix, 
sampling, similarity index, vector 
non-linear model, 597 
Mutation, 478 
lethal, 724 
Nervous system, 376, and see psychology 
Network, see PERT 
Neyman-Pearson theory, 372, and see 
estimation 
Nomography, 719, and see graphics, 
tables 
Nonfactorial experiments, see factorial 
Nonparametric, see distribution-free 
Number, random 
normal, 193 
rectangular, 193 
Nutrition, 176, 297, and see amino acid 
equalized feeding, 297 
feeding for production, 297 
Obituary, 188, 366, 850 
Odds, see probability 
Operations research, see PERT 
Orthogonal 
-ity, 572, and see comparison 
polynomials, 297, 873, 874 
squares, completely, 5 
Order, see test 
information, see information 
statistics, 79, 378, 844, and see 
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covariance matrix, 84 
expectation, 102 
Pairing, see balance, matching, paired 
comparisons 
Parentage, coefficient of, see inbreeding 
Parsimony, 160, 587 
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Partition function, 518 
Pattern, random, 657 
Penetrance, see genetics 
Percentage, see proportion 
Percentile, 79 
Perennials, see tree crops 
Periodicity, see rhythmometry 
Permutation, see combinatory analysis 
PERT, 384 
Pharmacology, 27, 285, 373, 607, and 
see bioassay, toxicology 
joint action, 27 
transient effects, 604 
Physical science, 603, 607, and see system 
Physiology, 27, 79, 376, 598, 607, 869, 
871, and see blood, cardiology, 
compartment analysis, growth, 
medicine, nervous system, thresh- 
old . 
plant, 189 
Plant spacing, 505 
Polymorphism, 602 
Polyploidy, 436 
Pooling, 257, 335, 607, 660, and see 
combination of data 
Population 
analysis, 485 
change, 496, 693, 860 
composition, 115 
control, see genetic 
density, 210, 379 
structure, 115 
truncation, 863 
Potency, relative, 161 
Poultry growth, 217 
Power, see test 
Precision, see information, least squares, 
variance 
Prediction, see regression 
Probability, 165, 217, 370, and see 
distribution, run, state, stochastic 
a priori, see prior 
combination of, 840 
density, 314 
exact, 841 
generating function, 241 
median, 842 
prior, 316 
spherical, 605 
tables, 589 
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Process 
birth, 705, 739 
-and-death, 739 
branching, 384, 739 
Markov, 375, 599, 869, and see 
stochastic 
chain, 657 
stationary, 662 
stochastic, 375, 694, and see epi- 
demiology, selection 
transient, 599 
Programming, see automatic compu- 
tation 
Proportion, see binomial, probability 
Psychology, 600, 872, and see nervous 
system 
Quadratic forms, 84, 106 
Quantification, see scale 
Quantile, see percentile 
Queue, see stochastic process 
Radioactivity, 11, and see coincidence, 
radiology, tracer 
Radiology, 137, 164, 875 
Random division, 600 
Randomization, 73, 855, and see bias, 
selection 
Randomness 
index of, 211 
spatial, see spherical distribution 
Range, see test 
Rank, see matrix, score, transformation 
censored, 65 
Rate, see proportion 
Rating, see scale, score 
Ratio, see proportion 
Regression, see correlation, covariance, 
trend 
analysis, 369, and see analysis of 
variance 
angular, 380 
asymptotic, 597 
curvilinear, 563 
deviations from, 218 
fitting line, see analysis of covariance, 
least squares 
heterogeneity of, 218 
heteroscedastic, 217 
nonlinear, see curvilinear 
parent-offspring, 823 
maximized, 823 


pseudo-, 153 
weighted, 269, 509 
Rejection technique, 314 
Replication, 166 
Reproduction, 490, and see fertility 
Residual, see error 
Response, see bioassay, model 
curve 
dose, 161, 600 
multi-hit, 282 
single hit, 282 
quantal, 28, 154, 269, 563, 739, 747 
Result-guided procedures, see prelim- 
inary test 
Reversal, see crossover design 
Reviews, 163, 369, 589, 855 
Rhythmometry, 174 
Risk, excess, 232 
Robustness, 195, 315, 874 
Rotation experiment, see crossover 
design 
Sample size needed, 846 
Sampling, see components of variance, 
design, sample size needed, sample 
survey, transect, truncation 
experiment, see sampling studies of 
statistical problems 
mendelian, 220 
multivariate, 624, 636 
quadrat, 209, 632 
random, see random number 
stratified, 322 
studies of statistical problems, 11, 
603, 644, and see Monte Carlo 
surveys, 171 
truncated, 356, 739 
Scale, see score 
subjective, 375 
Score, 248, and see discriminant, scale 
Screening, see test 
Segregation, genetic, 176 
Selection, see balance, design, randomi- 
zation, sampling, screening 
differential, 363, 467, 551 
directional, 842 
genetic, 224, 363 
correlated variables, 551 
differential, 842 
equilibrium under, 397 
approach to, 446 
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expected gain, see genetic progress 
indirect, 385 
inversion model, 602 
response to, see genetic progress 
truncation, 843 
indirect, 385 
natural, 434, and see competition 
preliminary, 551 
rule, 842 
sequential, 286 
truncation, 363, 843 
Self-fertilization, 325 
Sensitivity data, see quantal response 
Sequential experiments, 286, 875, 876, 
and see bioassay, life test, quantal 
response, sampling 
Series, time, 169, 174, and see rhythm- 
ometry 
analysis of, 15 
Serology, 381, 779, and see blood groups, 
immunology, tuberculin 
Sex ratio, 489 
distribution of, 176 
Significant digit, 374 
Similarity, see index 
Simulation, 377, 384, 386, and see 
sampling studies of statistical 
problems 
Sociology, 168, 384, 600, 603, and see 
demography, ecology 
Species, number of, 649 
Spectrometry, 11 
Split plots 
analysis of, 381 
latin square, 577 
Standard deviation, see variance 
Standard error, see variance 
State 
stationary, 406 
steady, 495 
Statistical tables, 589, 855, and see tables 
Statistics texts and periodicals, 164, 168, 
369, 370, 371, 590, 591, 891, and 
see bibliography, reviews 
Stirling numbers, 243 
Stratification, 378, 380, and see sampling 
Subclasses 
disproportionate, 108, 603, 868, and 
see analysis of variance, missing 
data 
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estimation of, 129 
Subjective evaluation, see judging 
Survey, see sample 
analysis of, 166, 597 
distortion in, 597 
Survival 
curve, see dose-response, mortality, 
time-response data incomplete, 51 
rate, 54 
time, 232 
Siissmilch, J. P., 863 
Switchback, see crossover design 
System, 29 
analysis, see PERT 
dynamic, 607 
open, 598 
Tables, miscellaneous, 86, 202, 341, 345, 
346, 352, 522, 540, 542, 544, 545, 
553, 554, 555, 556, 574, 682, 688, 
713, 714, 766, 790, 804, 806, 810, 
818, 845, 847, 848, and see graphics, 
nomography, statistical tables 
graphical, 340, 342, 353, 354, 355 
Tag, see radioactivity, tracer 
Target theory, see radiology 
Tau, see rank correlation 
Taxonomy, 605, 636, 640, and see 
morphology, number of species 
Teaching of statistics, 597 
Test, see analysis of variance, chi square, 
comparison, confidence limit, good- 
ness of fit, hypothesis, order 
consumer, see sampling survey 
destructive, see life test 
distribution-free, 872 
F, see variance ratio 
life, 230 
likelihood ratio, 597 
multiple comparison, 539 
nonparametric, see U statistic 
of homogeneity of variances, 303 
of host variability, 269 
of predicted order, 873 
of randomness of mosaic, 657 
of significance 
after preliminary test, 343 
approximate, 655 
preliminary, 335, 607 
of difference between means, 
382 
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of fitted constant, see regression 
coefficient 
of largest difference, see range 
test 
of matching coefficient, 655 
one-tailed, 540, 842 
paternity, see genetics 
power, 335 
preliminary, 607 
range, Poisson, 685 
rank, 379 
sampling, see sampling studies of 
statistical problems 
screening, 568, and see bioassay 
design of, 285 
multistage, 288 
sensory, see judging, score, selection 
sequential, 873 
sign, multiple comparison, 539 
size, 335 
t, see confidence limits 
two-tailed, 540 
variance ratio, 868, and see analysis of 
variance 
quasi-, 937 
von Neumann ratio, 15 
White, 874 
Wilcoxon, 69, 874 
Theory, see biometry, hypothesis, model 
Time 
doubling, 696 
extinction, 835 
failure, see life test 
Tissue culture, see cell 
Tolerance, 29, 747, and see distribution 
Toxicology, 70, 376, and see bioassay, 
pharmacology 
Tracer, 599, 606, and see radioactivity 
Transect,'379, 657 
Transformation, 28, 603, 604, 823, and 
see additivity, analysis of variance, 
bioassay, discriminant, logistic, 
matrix, model, recurrence equation 
angular, 336 
inverse sine, see angular 
linear, 129 
logit, 280 
matrix, 192, 603 
monotonic, 28 
objectives of, 823 


of scale, 823 
probit, 154, 280 
robustness, 195 
square root, 336 
z, 193, 302 
Transitivity, 162 
Transplantation, organ, 381 
Tree crops, 45, and see forestry, horticul- 
ture 
Trend, 872, and see regression 
Tuberculin, 160 
Tumor, see cancer 
U statistic, 567 
Vaccine, 377 
Variance, see covariance, genetic, vari- 
ance ratio test 
analysis of, 105, 603, 604, 796, 867, 
868, and see additivity, analysis 
of covariance, chi square, com- 
bination of data, components of 
variance, disproportionate sub- 
classes, error, interaction, least 
squares, missing data, model, 
multivariate, orthogonal poly- 
nomials, pooling, regression, test, 
transformation, variance ratio 
test 
computation of, 816 
factorial, 868 
multivariate, 866 
random effects, 380 
approximate, 16 
asymptotic, 732 
components, 105 
estimation of, 105, 325, 374 
expectation, 105 
environmental, 325 
estimate, 380 
genetic 
additive, 325 
by additive, 325 
components, see components of 
variance 
dominance, 325 
estimation of, 325 
heterogeneity of, 217 
homogeneity of, 303 
interblock, 368. and see information 
large sample, see asymptotic 
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matrix, see covariance matrix 

of difference of means, 811 

of estimate, 338, 732 

of heritability, 362 

of mean square, 105 

of orthogonal polynomials, 303 

of treatment mean, 306 

of von Neumann ratio, 16 

ratio, see variance ratio test 
Variation, coefficient of, 214, 705 
Vector 

-ial analysis, 605 

stochastic, 602 


Virology, 382, 605, 779, and see dilution 
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series, infection, microbiology 
Vital statistics, 169, 170, and see 
actuarial statistics, demography 
Weight, 299, 794 
selection of, 305 
zero, 300 
Wilcoxon, F. M., 1 
Wool, 551 
X-rays, see radiology 
Yates’ correction, see continuity correc- 
tion 
Yield, 505 
Youden square, 803, and see design 
Zoology, see number of species 
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